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ATP synthase subunit s, mitochondrial (F TR/ F¥F—4FEICEES) 0 (667971) 2.9 0.8 3.1 : Keratin, type | cytoskeletal 10 2.2 1.1 13.2 3.0
wh v Keratin, type Il cytoskeletal 1 0.4 0.5 11.3 1.3
Tumor necrosis factor — ©(96051) | «~(102544) 0 Keratin, type Il cytoskeletal 74 - 0.4 10.5 0
Tumor necrosis factor receptor superfamily member 4 - © (25810) 0 0 Keratin, type | cytoskeletal 9 0.1 0.3 10.4 0.8
Complement C1q tumor necrosis factor-related protein 7 o (76747) — — — Keratin, type | cytoskeletal 14 0.5 0.5 9.0 1.0
Complement C1lq tumor necrosis factor-related protein 1 - 0 2.1 0.8 Keratin, type Il cytoskeletal 2 epidermal 0.9 0.9 8.8 2.7
Tumor necrosis factor-inducible gene 6 protein - 11.5 5.7 0.6 Keratin, type Il cytoskeletal 5 2.1 0.7 8.7 1.8
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Tumor suppressor candidate 2 3.5 1.1 0.9 0 Desmoglein-1 - 0.7 10.1 1.7
Hoexv 98 Filaggrin-2 —~ 0.4 6.3 1.6
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